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Staphylococcus aureus CC398: Host Adaptation and Emergence of
Methicillin Resistance in Livestock
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Genomics, Northern Arizona University, Flagstaff, Arizona, USAd; Österreichische Agentur für Gesundheit und Ernährungssicherheit GmbH, Bereich Humanmedizin,
Institut für Medizinische Mikrobiologie und Hygiene, Graz, Austriae; Veterinary Faculty, Institute of Microbiology and Parasitology, University of Ljubljana, Ljubljana,
Sloveniaf; Istituto Zooprofilattico Sperimentale delle Regioni Lazio e Toscana, Rome, Italyg; Department of Swine Diseases, National Veterinary Research Institute, Pulawy,
Polandh; Institute of Farm Animal Genetics, Friedrich-Loeffler-Institut, Neustadt-Mariensee, Germanyi; Department of Pathology, Bacteriology and Poultry Diseases, Faculty
of Veterinary Medicine, University of Ghent, Merelbeke, Belgiumj; Unit of General Bacteriology, Veterinary and Agrochemical Research Centre, Brussels, Belgiumk; Anses,
Ploufragan Plouzané Laboratory, Ploufragan, Francel; Interdisciplinary Centre of Research in Animal Health, Faculty of Veterinary Medicine, Lisbon, Portugalm; Centro de
Vigilancia Sanitaria Veterinaria, Universidad Complutense de Madrid, Madrid, Spainn; University Paris-Diderot and National Reference Center, Bacterial Resistance in the
Commensal Flora, Hôpital Bichat-Claude, Bernard, Paris, Franceo; Center for Emerging Infectious Diseases, University of Iowa, Coralville, Iowa, USAp; Department of
Microbiology, University of Mississippi Medical Center, Jackson, Mississippi, USAq; Ontario Veterinary College, University of Guelph, Guelph, Ontario, Canadar; Department
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Volume 3, no. 1, doi:10.1128/mBio.00305-11, 2012. The accession numbers for the Illumina sequences generated from the 88Staphylococcus aureus CC398 isolates described in this study are available in the Sequence Read Archive (SRA; http://www.ncbi
.nlm.nih.gov/sra) under the following accession numbers: SRX129593 to SRX129632, SRX129682 to SRX129686,
SRX129691, SRX129696, SRX129697, SRX129701, SRX129702, SRX129704 to SRX129707, SRX129714, SRX129718, SRX129758,
SRX129763, SRX129764, SRX129766, SRX129775, SRX129779, SRX129784, and SRX129816 to SRX129840. Sequences can also be
located in the SRA using the following study summary: “Staphylococcus aureus CC398: Host Adaptation and Emergence of Methicillin
Resistance in Livestock.”
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